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<160> 10 



<170> PatentIn Ver. 2,1 

^Jj <210> 1 

O <211> 3881 

O <212> DNA 

Cn <213> Artificial Sequence 
- ill <220> 

hi <223> Description of Artificial Sequence: Kappa light 
chain plasmid 

<220> 

<223> pCK7-96 



<400> 1 

tcttccgctt cctcgctcac tgactcgctg 
tcagctcact caaaggcggt aatacggtta 
aacatgtgag caaaaggcca gcaaaaggcc 
tttttccata ggctccgccc ccctgacgag 
tggcgaaacc cgacaggact ataaagatac 
cgctctcctg ttccgaccct gccgcttacc 
agcgtggcgc tttctcatag ctcacgctgt 
tccaagctgg gctgtgtgca cgaacccccc 
aactatcgtc ttgagtccaa cccggtaaga 
ggtaacagga ttagcagagc gaggtatgta 
cctaactacg gctacactag aaggacagta 
accttcggaa aaagagttgg tagctcttga 
ggtttttttg tttgcaagca gcagattacg 
ttgatctttt ctacggggtc tgacgctcag 
gtcatgagat tatcaaaaag gatcttcacc 
aaatcaatct aaagtatata tgagtaaact 
gaggcaccta tctcagcgat ctgtctattt 
gtgtagataa ctacgatacg ggagggctta 
cgagacccac gctcaccggc tccagattta 
gagcgcagaa gtggtcctgc aactttatcc 
gaagctagag taagtagttc gccagttaat 
ggcatcgtgg tgtcacgctc gtcgtttggt 
tcaaggcgag ttacatgatc ccccatgttg 
ccgatcgttg tcagaagtaa gttggccgca 
cataattctc ttactgtcat gccatccgta 
accaagtcat tctgagaata gtgtatgcgg 



cgctcggtcg ttcggctgcg gcgagcggta 6 0 
tccacagaat caggggataa cgcaggaaag 12 0 
aggaaccgta aaaaggccgc gttgctggcg 180 
catcacaaaa atcgacgctc aagtcagagg 240 
caggcgtttc cccctggaag ctccctcgtg 300 
ggatacctgt ccgcctttct cccttcggga 360 
aggtatctca gttcggtgta ggtcgttcgc 420 
gttcagcccg accgctgcgc cttatccggt 480 
cacgacttat cgccactggc agcagccact 540 
ggcggtgcta cagagttctt gaagtggtgg 600 
tttggtatct gcgctctgct gaagccagtt 660 
tccggcaaac aaaccaccgc tggtagcggt 72 0 
cgcagaaaaa aaggatctca agaagatcct 780 
tggaacgaaa actcacgtta agggattttg 84 0 
tagatccttt taaattaaaa atgaagtttt 900 
tggtctgaca gttaccaatg cttaatcagt 960 
cgttcatcca tagttgcctg actccccgtc 1020 
ccatctggcc ccagtgctgc aatgataccg 1080 
tcagcaataa accagccagc cggaagggcc 1140 
gcctccatcc agtctattaa ttgttgccgg 1200 
agtttgcgca acgttgttgc cattgctaca 1260 
atggcttcat tcagctccgg ttcccaacga 1320 
tgcaaaaaag cggttagctc cttcggtcct 1380 
gtgttatcac tcatggttat ggcagcactg 1440 
agatgctttt ctgtgactgg tgagtactca 1500 
cgaccgagtt gctcttgccc ggcgtcaata 1560 



cgggataata ccgcgccaca tagcagaact 
tcggggcgaa aactctcaag gatcttaccg 
cgtgcaccca actgatcttc agcatctttt 
acaggaaggc aaaatgccgc aaaaaaggga 
atactcttcc tttttcaata ttattgaagc 
tacatatttg aatgtattta gaaaaataaa 
aaagtgccac ctgacgtcta agaaaccatt 
cgtatcacga ggccctttcg tctcgcgcgt 
atgcagctcc cggagacggt cacagcttgt 
cgtcagggcg cgtcagcggg tgttggcggg 
gagcagattg tactgagagt gcaccatatg 
agaaaatacc gcatcaggcg ccattcgcca 
tcggtgcggg cctcttcgct attacgccag 
ttaagttggg taacgccagg gttttcccag 
aagctagcgg ccgcggtcca accaccaatc 
ccagcacagt cctggaagag gcacagggga 
cagccgctgc ctggtcttct tcagacctgt 
gacgtggcca ttctttgcct aaagcattga 
gccctcagaa tggctgcaaa gagctccaac 
ggggaagcta ggaagaaact caaaacatca 
ctataattat ctgggataag catgctgttt 
tccgcaaaca acacacccaa gggcagaact 
tttcctcagg aactgtggct gcaccatctg 
tgaaatctgg aactgcctct gttgtgtgcc 
aagtacagtg gaaggtggat aacgccctcc 
agcaggacag caaggacagc acctacagcc 
actacgagaa acacaaagtc tacgcctgcg 
tcacaaagag cttcaacagg ggagagtgtt 
gttccagcct gaccccctcc catcctttgg 
ccctattgcg gtcctccagc tcatctttca 
ttatgctaat gttggaggag aatgaataaa 
tctttcctca atttaataat tattatctgt 
gggactaaat atgtagtcat cctaaggcgc 
tattttaccc tatcatcctc tgcaagacag 
tcacagtccc ctgggccatg gatcctcaca 
ggtcatagct gtttcctgtg tgaaattgtt 
ccggaagcat aaagtgtaaa gcctggggtg 
cgttgcgctc actgcccgct ttccagtcgg 
tcggccaacg cgcggggaga ggcggtttgc 



ttaaaagtgc tcatcattgg aaaacgttct 1620 
ctgttgagat ccagttcgat gtaacccact 16 8 0 
actttcacca gcgtttctgg gtgagcaaaa 1740 
ataagggcga cacggaaatg ttgaatactc 1800 
atttatcagg gttattgtct catgagcgga 1860 
caaatagggg ttccgcgcac atttccccga 1920 
attatcatga cattaaccta taaaaatagg 1980 
ttcggtgatg acggtgaaaa cctctgacac 2 04 0 
ctgtaagcgg atgccgggag cagacaagcc 2100 
tgtcggggct ggcttaacta tgcggcatca 2160 
cggtgtgaaa taccgcacag atgcgtaagg 222 0 
ttcaggctgc gcaactgttg ggaagggcga 2280 
ctggcgaaag ggggatgtgc tgcaaggcga 2340 
tcacgacgtt gtaaaacgac ggccagtgcc 2400 
tcaaagcttg gtacccggga gcctgttatc 2460 
aataaaagcg gacggaggct ttccttgact 2520 
tctgaattct aaactctgag ggggtcggat 2580 
gtttactgca aggtcagaaa agcatgcaaa 2 64 0 
aaaacaattt agaactttat taaggaatag 2700 
agattttaaa tacgcttctt ggtctccttg 2760 
tctgtctgtc cctaacatgc cctgtgatta 2820 
ttgttactta aacaccatcc tgtttgcttc 2880 
tcttcatctt cccgccatct gatgagcagt 2940 
tgctgaataa cttctatccc agagaggcca 3 000 
aatcgggtaa ctcccaggag agtgtcacag 3060 
tcagcagcac cctgacgctg agcaaagcag 312 0 
aagtcaccca tcagggcctg agctcgcccg 3180 
agagggagaa gtgcccccac ctgctcctca 3240 
cctctgaccc tttttccaca ggggacctac 3300 
cctcaccccc ctcctcctcc ttggctttaa 3360 
taaagtgaat ctttgcacct gtggtttctc 3420 
tgtttaccaa ctactcaatt tctcttataa 3480 
ataaccattt ataaaaatca tccttcattc 3540 
tcctccctca aacccacaag ccttctgtcc 3600 
tcccaatccg cggccgcaat tcgtaatcat 3660 
atccgctcac aattccacac aacatacgag 3720 
cctaatgagt gagctaactc acattaattg 3780 
gaaacctgtc gtgccagctg cattaatgaa 3840 
gtattgggcg c 3 8 81 



<210> 2 
<211> 4723 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Gammal heavy 
chain plasmid 

<220> 

<223> pCG7-96 



<400> 2 

gaactcgagc 

gagggggcta 

agacactgga 

ccagctctgt 

cccatcggtc 

gggctgcctg 

cctgaccagc 



agctgaagct 
aggtgaggca 
cgctgaacct 
cccacaccgc 
ttccccctgg 
gtcaaggact 
ggcgtgcaca 



ttctggggca 
ggtggcgcca 
cgcggacagt 
ggtcacatgg 
caccctcctc 
acttccccga 
ccttcccggc 



ggccaggcct 
gccaggtgca 
taagaaccca 
caccacctct 
caagagcacc 
accggtgacg 
tgtcctacag 



gaccttggct 
cacccaatgc 
ggggcctctg 
cttgcagcct 
tctgggggca 
gtgtcgtgga 
tcctcaggac 



ttggggcagg 60 
ccatgagccc 120 
cgccctgggc 180 
ccaccaaggg 240 
cagcggccct 300 
actcaggcgc 360 
tctactccct 420 



• # 



cagcagcgtg gtgaccgtgc cctccagcag 
gaatcacaag cccagcaaca ccaaggtgga 
agggagggtg tctgctggaa gccaggctca 
cagccccagt ccagggcagc aaggcaggcc 
ccgccccact catgctcagg gagagggtct 
acaggctagg tgcccctaac ccaggccctg 
ctgccaagag ccatatccgg gaggaccctg 
actctccact ccctcagctc ggacaccttc 
ttctctctgc agagcccaaa tcttgtgaca 
agccagccca ggcctcgccc tccagctcaa 
tccagggaca ggccccagcc gggtgctgac 
gaactcctgg ggggaccgtc agtcttcctc 
atctcccgga cccctgaggt cacatgcgtg 
gtcaagttca actggtacgt ggacggcgtg 
gaggagcagt acaacagcac gtaccgtgtg 
tggctgaatg gcaaggagta caagtgcaag 
gagaaaacca tctccaaagc caaaggtggg 
aggccggctc ggcccaccct ctgccctgag 
agggcagccc cgagaaccac aggtgtacac 
gaaccaggtc agcctgacct gcctggtcaa 
gtgggagagc aatgggcagc cggagaacaa 
cgacggctcc ttcttcctct acagcaagct 
gaacgtcttc tcatgctccg tgatgcatga 
cctctccctg tctccgggta aatgagtgcg 
tcgcggtcgc acgaggatgc ttggcacgta 
atggaaataa agcacccagc gctgccctgg 
cgggtcaggc cgagtctgag gcctgagtgg 
cccacactgg cccaggctgt gcaggtgtgc 
ggctgccctc ggcagggtgg gggatttgcc 
ctgggctggg ccacgggaag ccctaggagc 
tgtaggagac tgtcctgttc tgtgagcgcc 
gggcatgcct gcaggtcgac tctagaggat 
atatcagatc tgccggtctc cctatagtga 
ctgcattaat gaatcggcca acgcgcgggg 
gcttcctcgc tcactgactc gctgcgctcg 
cactcaaagg cggtaatacg gttatccaca 
tgagcaaaag gccagcaaaa ggccaggaac 
cataggctcc gcccccctga cgagcatcac 
aacccgacag gactataaag ataccaggcg 
cctgttccga ccctgccgct taccggatac 
gcgctttctc aatgctcacg ctgtaggtat 
ctgggctgtg tgcacgaacc ccccgttcag 
cgtcttgagt ccaacccggt aagacacgac 
aggattagca gagcgaggta tgtaggcggt 
tacggctaca ctagaaggac agtatttggt 
ggaaaaagag ttggtagctc ttgatccggc 
tttgtttgca agcagcagat tacgcgcaga 
ttttctacgg ggtctgacgc tcagtggaac 
agattatcaa aaaggatctt cacctagatc 
atctaaagta tatatgagta aacttggtct 
cctatctcag cgatctgtct atttcgttca 
ataactacga tacgggaggg cttaccatct 
ccacgctcac cggctccaga tttatcagca 
agaagtggtc ctgcaacttt atccgcctcc 
agagtaagta gttcgccagt taatagtttg 
gtggtgtcac gctcgtcgtt tggtatggct 
cgagttacat gatcccccat gttgtgcaaa 
gttgtcagaa gtaagttggc cgcagtgtta 
tctcttactg tcatgccatc cgtaagatgc 
tcattctgag aatagtgtat gcggcgaccg 
aataccgcgc cacatagcag aactttaaaa 



cttgggcacc cagacctaca tctgcaacgt 4 80 
caagaaagtt ggtgagaggc cagcacaggg 54 0 
gcgctcctgc ctggacgcat cccggctatg 600 
ccgtctgcct cttcacccgg aggcctctgc 660 
tctggctttt tccccaggct ctgggcaggc 72 0 
cacacaaagg ggcaggtgct gggctcagac 7 80 
cccctgacct aagcccaccc caaaggccaa 84 0 
tctcctccca gattccagta actcccaatc 900 
aaactcacac atgcccaccg tgcccaggta 960 
ggcgggacag gtgccctaga gtagcctgca 1020 
acgtccacct ccatctcttc ctcagcacct 1080 
ttccccccaa aacccaagga caccctcatg 1140 
gtggtggacg tgagccacga agaccctgag 12 0 0 
gaggtgcata atgccaagac aaagccgcgg 1260 
gtcagcgtcc tcaccgtcct gcaccaggac 1320 
gtctccaaca aagccctccc agcccccatc 1380 
acccgtgggg tgcgagggcc acatggacag 1440 
agtgaccgct gtaccaacct ctgtccctac 1500 
cctgccccca tcccgggatg agctgaccaa 1560 
aggcttctat cccagcgaca tcgccgtgga 1620 
ctacaagacc acgcctcccg tgctggactc 1680 
caccgtggac aagagcaggt ggcagcaggg 174 0 
ggctctgcac aaccactaca cgcagaagag 1800 
acggccggca agcccccgct ccccgggctc 186 0 
ccccctgtac atacttcccg ggcgcccagc 1920 
gcccctgcga gactgtgatg gttctttcca 1980 
catgagggag gcagagcggg tcccactgtc 2 04 0 
ctgggccccc tagggtgggg ctcagccagg 210 0 
agcgtggccc tccctccagc agcacctgcc 216 0 
ccctggggac agacacacag cccctgcctc 2220 
cctgtcctcc cgacctccat gcccactcgg 2280 
ccccgggtac cgagctcgaa ttcatcgatg 2340 
gtcgtattaa tttcgataag ccaggttaac 2400 
agaggcggtt tgcgtattgg gcgctcttcc 2460 
gtcgttcggc tgcggcgagc ggtatcagct 2520 
gaatcagggg ataacgcagg aaagaacatg 2580 
cgtaaaaagg ccgcgttgct ggcgtttttc 2640 
aaaaatcgac gctcaagtca gaggtggcga 2700 
tttccccctg gaagctccct cgtgcgctct 2760 
ctgtccgcct ttctcccttc gggaagcgtg 2 82 0 
ctcagttcgg tgtaggtcgt tcgctccaag 2880 
cccgaccgct gcgccttatc cggtaactat 2940 
ttatcgccac tggcagcagc cactggtaac 3000 
gctacagagt tcttgaagtg gtggcctaac 3060 
atctgcgctc tgctgaagcc agttaccttc 312 0 
aaacaaacca ccgctggtag cggtggtttt 318 0 
aaaaaaggat ctcaagaaga tcctttgatc 3240 
gaaaactcac gttaagggat tttggtcatg 3300 
cttttaaatt aaaaatgaag ttttaaatca 3360 
gacagttacc aatgcttaat cagtgaggca 342 0 
tccatagttg cctgactccc cgtcgtgtag 3480 
ggccccagtg ctgcaatgat accgcgagac 3540 
ataaaccagc cagccggaag ggccgagcgc 3600 
atccagtcta ttaattgttg ccgggaagct 3660 
cgcaacgttg ttgccattgc tacaggcatc 3720 
tcattcagct ccggttccca acgatcaagg 3780 
aaagcggtta gctccttcgg tcctccgatc 3840 
tcactcatgg ttatggcagc actgcataat 3900 
ttttctgtga ctggtgagta ctcaaccaag 3960 
agttgctctt gcccggcgtc aatacgggat 4020 
gtgctcatca ttggaaaacg ttcttcgggg 4080 



cgaaaactct 
cccaactgat 
aggcaaaatg 
ttcctttttc 
tttgaatgta 
ccacctgacg 
acgaggccct 
ctcccggaga 
ggcgcgtcag 
attgtactga 
ataaccttat 



caaggatctt 
cttcagcatc 
ccgcaaaaaa 
aatattattg 
tttagaaaaa 
tctaagaaac 
ttcgtctcgc 
cggtcacagc 
cgggtgttgg 
gagtgcacca 
gtatcataca 



accgctgttg 
ttttactttc 
gggaataagg 
aagcatttat 
taaacaaata 
cattattatc 
gcgtttcggt 
ttgtctgtaa 
cgggtgtcgg 
tatggacata 
catacgattt 



agatccagtt 
accagcgttt 
gcgacacgga 
cagggttatt 
ggggttccgc 
atgacattaa 
gatgacggtg 
gcggatgccg 
ggctggctta 
ttgtcgttag 
aggtgacact 



cgatgtaacc 
ctgggtgagc 
aatgttgaat 
gtctcatgag 
gcacatttcc 
cctataaaaa 
aaaacctctg 
ggagcagaca 
actatgcggc 
aacgcggcta 
ata 



cactcgtgca 
aaaaacagga 
actcatactc 
cggatacata 
ccgaaaagtg 
taggcgtatc 
acacatgcag 
agcccgtcag 
atcagagcag 
caattaatac 



4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4723 



<210> 3 

<211> 4694 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: GaTnma4 heavy 
chain plasmid 

<220> 

<223> pG4HE 

<400> 3 

gaactcgagc agctgaagct ttctggggca ggccgggcct gactttggct gggggcaggg 60 
agggggctaa ggtgacgcag gtggcgccag ccaggtgcac acccaatgcc catgagccca 12 0 
gacactggac cctgcatgga ccatcgcgga tagacaagaa ccgaggggcc tctgcgccct 180 
gggcccagct ctgtcccaca ccgcggtcac atggcaccac ctctcttgca gcttccacca 240 
agggcccatc cgtcttcccc ctggcgccct gctccaggag cacctccgag agcacagccg 300 
ccctgggctg cctggtcaag gactacttcc ccgaaccggt gacggtgtcg tggaactcag 360 
gcgccctgac cagcggcgtg cacaccttcc cggctgtcct acagtcctca ggactctact 420 
ccctcagcag cgtggtgacc gtgccctcca gcagcttggg cacgaagacc tacacctgca 480 
acgtagatca caagcccagc aacaccaagg tggacaagag agttggtgag aggccagcac 540 
agggagggag ggtgtctgct ggaagccagg ctcagccctc ctgcctggac gcaccccggc 600 
tgtgcagccc cagcccaggg cagcaaggca tgccccatct gtctcctcac ccggaggcct 660 
ctgaccaccc cactcatgct cagggagagg gtcttctgga tttttccacc aggctccggg 720 
cagccacagg ctggatgccc ctaccccagg ccctgcgcat acaggggcag gtgctgcgct 780 
cagacctgcc aagagccata tccgggagga ccctgcccct gacctaagcc caccccaaag 840 
gccaaactct ccactccctc agctcagaca ccttctctcc tcccagatct gagtaactcc 900 
caatcttctc tctgcagagt ccaaatatgg tcccccatgc ccatcatgcc caggtaagcc 960 
aacccaggcc tcgccctcca gctcaaggcg ggacaggtgc cctagagtag cctgcatcca 1020 
gggacaggcc ccagccgggt gctgacgcat ccacctccat ctcttcctca gcacctgagt 1080 
tcctgggggg accatcagtc ttcctgttcc ccccaaaacc caaggacact ctcatgatct 1140 
cccggacccc tgaggtcacg tgcgtggtgg tggacgtgag ccaggaagac cccgaggtcc 1200 
agttcaactg gtacgtggat ggcgtggagg tgcataatgc caagacaaag ccgcgggagg 1260 
agcagttcaa cagcacgtac cgtgtggtca gcgtcctcac cgtcctgcac caggactggc 1320 
tgaacggcaa ggagtacaag tgcaaggtct ccaacaaagg cctcccgtcc tccatcgaga 1380 
aaaccatctc caaagccaaa ggtgggaccc acggggtgcg agggccacat ggacagaggt 144 0 
cagctcggcc caccctctgc cctgggagtg accgctgtgc caacctctgt ccctacaggg 1500 
cagccccgag agccacaggt gtacaccctg cccccatccc aggaggagat gaccaagaac 1560 
caggtcagcc tgacctgcct ggtcaaaggc ttctacccca gcgacatcgc cgtggagtgg 1620 
gagagcaatg ggcagccgga gaacaactac aagaccacgc ctcccgtgct ggactccgac 1680 
ggctccttct tcctctacag caggctaacc gtggacaaga gcaggtggca ggaggggaat 1740 
gtcttctcat gctccgtgat gcatgaggct ctgcacaacc actacacaca gaagagcctc 1800 
tccctgtctc tgggtaaatg agtgccaggg ccggcaagcc cccgctcccc gggctctcgg 1860 
ggtcgcgcga ggatgcttgg cacgtacccc gtctacatac ttcccaggca cccagcatgg 1920 
aaataaagca cccaccactg ccctgggccc ctgtgagact gtgatggttc tttccacggg 1980 
tcaggccgag tctgaggcct gagtgacatg agggaggcag agcgggtccc actgtcccca 2040 
cactggccca ggctgtgcag gtgtgcctgg gccacctagg gtggggctca gccaggggct 2100 



gccctcggca 
gctgggccac 
ggagactgtc 
tccccgggta 
agtcgtatta 
gagaggcggt 
ggtcgttcgg 
agaatcaggg 
ccgtaaaaag 
caaaaatcga 
gtttccccct 
cctgtccgcc 
tctcagttcg 
gcccgaccgc 
cttatcgcca 
tgctacagag 
tatctgcgct 
caaacaaacc 
aaaaaaagga 
cgaaaactca 
ccttttaaat 
tgacagttac 
atccatagtt 
tggccccagt 
aataaaccag 
catccagtct 
gcgcaacgtt 
ttcattcagc 
aaaagcggtt 
atcactcatg 
cttttctgtg 
gagttgctct 
agtgctcatc 
gagatccagt 
caccagcgtt 
ggcgacacgg 
tcagggttat 
aggggttccg 
catgacatta 
tgatgacggt 
agcggatgcc 
gggctggctt 
attgtcgtta 
taggtgacac 



gggtggggga 
gggaagccct 
ctgtcctgtg 
ccgagctcga 
atttcgataa 
ttgcgtattg 
ctgcggcgag 
gataacgcag 
gccgcgttgc 
cgctcaagtc 
ggaagctccc 
tttctccctt 
gtgtaggtcg 
tgcgccttat 
ctggcagcag 
ttcttgaagt 
ctgctgaagc 
accgctggta 
tctcaagaag 
cgttaaggga 
taaaaatgaa 
caatgcttaa 
gcctgactcc 
gctgcaatga 
ccagccggaa 
attaattgtt 
gttgccattg 
tccggttccc 
agctccttcg 
gttatggcag 
actggtgagt 
tgcccggcgt 
attggaaaac 
tcgatgtaac 
tctgggtgag 
aaatgttgaa 
tgtctcatga 
cgcacatttc 
acctataaaa 
gaaaacctct 
gggagcagac 
aactatgcgg 
gaacgcggct 
tata 



tttgccagcg 
aggagcccct 
agcgccctgt 
attcatcgat 
gccaggttaa 
ggcgctcttc 
cggtatcagc 
gaaagaacat 
tggcgttttt 
agaggtggcg 
tcgtgcgctc 
cgggaagcgt 
ttcgctccaa 
ccggtaacta 
ccactggtaa 
ggtggcctaa 
cagttacctt 
gcggtggttt 
atcctttgat 
ttttggtcat 
gttttaaatc 
tcagtgaggc 
ccgtcgtgta 
taccgcgaga 
gggccgagcg 
gccgggaagc 
ctacaggcat 
aacgatcaag 
gtcctccgat 
cactgcataa 
actcaaccaa 
caatacggga 
gttcttcggg 
ccactcgtgc 
caaaaacagg 
tactcatact 
gcggatacat 
cccgaaaagt 
ataggcgtat 
gacacatgca 
aagcccgtca 
catcagagca 
acaattaata 



tggccctccc 
ggggacagac 
cctccgaccc 
gatatcagat 
cctgcattaa 
cgcttcctcg 
tcactcaaag 
gtgagcaaaa 
ccataggctc 
aaacccgaca 
tcctgttccg 
ggcgctttct 
gctgggctgt 
tcgtcttgag 
caggattagc 
ctacggctac 
cggaaaaaga 
ttttgtttgc 
cttttctacg 
gagattatca 
aatctaaagt 
acctatctca 
gataactacg 
cccacgctca 
cagaagtggt 
tagagtaagt 
cgtggtgtca 
gcgagttaca 
cgttgtcaga 
ttctcttact 
gtcattctga 
taataccgcg 
gcgaaaactc 
acccaactga 
aaggcaaaat 
cttccttttt 
atttgaatgt 
gccacctgac 
cacgaggccc 
gctcccggag 
gggcgcgtca 
gattgtactg 
cataacctta 



tccagcagca 
acacagcccc 
cccatgccca 
ctgccggtct 
tgaatcggcc 
ctcactgact 
gcggtaatac 
ggccagcaaa 
cgcccccctg 
ggactataaa 
accctgccgc 
caatgctcac 
gtgcacgaac 
tccaacccgg 
agagcgaggt 
actagaagga 
gttggtagct 
aagcagcaga 
gggtctgacg 
aaaaggatct 
atatatgagt 
gcgatctgtc 
atacgggagg 
ccggctccag 
cctgcaactt 
agttcgccag 
cgctcgtcgt 
tgatccccca 
agtaagttgg 
gtcatgccat 
gaatagtgta 
ccacatagca 
tcaaggatct 
tcttcagcat 
gccgcaaaaa 
caatattatt 
atttagaaaa 
gtctaagaaa 
tttcgtctcg 
acggtcacag 
gcgggtgttg 
agagtgcacc 
tgtatcatac 



gctgccctgg 
tgcctctgta 
ctcgggggga 
ccctatagtg 
aacgcgcggg 
cgctgcgctc 
ggttatccac 
aggccaggaa 
acgagcatca 
gataccaggc 
ttaccggata 
gctgtaggta 
cccccgttca 
taagacacga 
atgtaggcgg 
cagtatttgg 
cttgatccgg 
ttacgcgcag 
ctcagtggaa 
tcacctagat 
aaacttggtc 
tatttcgttc 
gcttaccatc 
atttatcagc 
tatccgcctc 
ttaatagttt 
ttggtatggc 
tgttgtgcaa 
ccgcagtgtt 
ccgtaagatg 
tgcggcgacc 
gaactttaaa 
taccgctgtt 
cttttacttt 
agggaataag 
gaagcattta 
ataaacaaat 
ccattattat 
cgcgtttcgg 
cttgtctgta 
gcgggtgtcg 
atatggacat 
acatacgatt 



2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4694 



<210> 4 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe for 
region 5 * of V kappa Ol 

<400> 4 

ccaccccata aacactgatt c 21 



<210> 
<211> 



5 

21 




6 




<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe for 
region 5 ' of V kappa Ol 

<400> 5 

ttgatgcatc ctacccaggg c 21 



<210> 6 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Probe for V 
kappa L24 and L25 intergenic region 



<210> 7 
<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Probe for V 
kappa L24 and L25 intergenic region. 

<400> 7 

ggacagcaac aggacatggg 20 

<210> 8 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR primer neo 



<210> 9 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR primer 



<400> 6 

cctgccttac agtgctgtag 



20 



<400> 8 

ctcgtgcttt acggtatcgc c 



21 



5»EG1 



<400> 9 

aaactcgacc ccccgtggat c 



21 



<210> 10 
<2il> 24 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PGR primer 
3 'ECl 

<400> 10 

ttgactgtgg ccttaaacgt gtag 24 
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